
ELASPIC

uniprot_domain_mutation

uniprot_id VARCHAR(15)

uniprot_domain_id INT(11)

mutation VARCHAR(15)

mutation_errors TEXT

model_filename_wt VARCHAR(255)

model_filename_mut VARCHAR(255)

chain_modeller VARCHAR(15)

mutation_modeller VARCHAR(15)

stability_energy_wt TEXT

stability_energy_mut TEXT

physchem_wt TEXT

physchem_wt_ownchain TEXT

physchem_mut TEXT

physchem_mut_ownchain TEXT

matrix_score FLOAT

secondary_structure_wt TEXT

solvent_accessibility_wt FLOAT

secondary_structure_mut TEXT

solvent_accessibility_mut FLOAT

provean_score FLOAT

ddg FLOAT

mut_date_modified TIMESTAMP

Indexes

provean

uniprot_id VARCHAR(15)

provean_supset_filename VARCHAR(255)

provean_supset_length INT(11)

provean_errors TEXT

provean_date_modified DATETIME

Indexes

uniprot_domain_pair_mutation

uniprot_id VARCHAR(15)

uniprot_domain_pair_id INT(11)

mutation VARCHAR(15)

mutation_errors TEXT

model_filename_wt VARCHAR(255)

model_filename_mut VARCHAR(255)

chain_modeller VARCHAR(15)

mutation_modeller VARCHAR(15)

analyse_complex_energy_wt TEXT

stability_energy_wt TEXT

analyse_complex_energy_mut TEXT

stability_energy_mut TEXT

physchem_wt TEXT

physchem_wt_ownchain TEXT

physchem_mut TEXT

physchem_mut_ownchain TEXT

matrix_score FLOAT

secondary_structure_wt TEXT

solvent_accessibility_wt FLOAT

secondary_structure_mut TEXT

solvent_accessibility_mut FLOAT

contact_distance_wt FLOAT

contact_distance_mut FLOAT

provean_score FLOAT

ddg FLOAT

mut_date_modified TIMESTAMP

Indexes

uniprot_domain_model

uniprot_domain_id INT(11)

model_errors TEXT

alignment_filename VARCHAR(255)

model_filename VARCHAR(255)

chain VARCHAR(15)

norm_dope FLOAT

sasa_score TEXT

m_date_modified TIMESTAMP

model_domain_def VARCHAR(255)

Indexes

uniprot_domain_pair_model

uniprot_domain_pair_id INT(11)

model_errors TEXT

alignment_filename_1 VARCHAR(255)

alignment_filename_2 VARCHAR(255)

model_filename VARCHAR(255)

chain_1 VARCHAR(15)

chain_2 VARCHAR(15)

norm_dope FLOAT

interface_area_hydrophobic FLOAT

interface_area_hydrophilic FLOAT

interface_area_total FLOAT

interface_dg FLOAT

interacting_aa_1 TEXT

interacting_aa_2 TEXT

m_date_modified TIMESTAMP

model_domain_def_1 VARCHAR(255)

model_domain_def_2 VARCHAR(255)

Indexes

Profs

domain

cath_id VARCHAR(15)

pdb_id VARCHAR(15)

pdb_chain VARCHAR(15)

pdb_domain_def VARCHAR(255)

pdb_pdbfam_name VARCHAR(16384)

pdb_pdbfam_idx INT(11)

domain_errors TEXT

Indexes

domain_contact

domain_contact_id INT(11)

cath_id_1 VARCHAR(15)

cath_id_2 VARCHAR(15)

min_interchain_distance FLOAT

contact_volume FLOAT

contact_surface_area FLOAT

atom_count_1 INT(11)

atom_count_2 INT(11)

number_of_contact_residues_1 INT(11)

number_of_contact_residues_2 INT(11)

contact_residues_1 TEXT

contact_residues_2 TEXT

crystal_packing FLOAT

domain_contact_errors TEXT

domain_contact_domain_contact_id INT(11)

domain_cath_id VARCHAR(15)

domain_cath_id1 VARCHAR(15)

domain_cath_id2 VARCHAR(15)

domain_cath_id3 VARCHAR(15)

Indexes

uniprot_domain_pair

uniprot_domain_pair_id INT(11)

uniprot_domain_id_1 INT(11)

uniprot_domain_id_2 INT(11)

rigids TEXT

domain_contact_ids TEXT

path_to_data TEXT

Indexes

uniprot_domain_pair_template

uniprot_domain_pair_id INT(11)

domain_contact_id INT(11)

cath_id_1 VARCHAR(15)

cath_id_2 VARCHAR(15)

identical_1 FLOAT

conserved_1 FLOAT

coverage_1 FLOAT

score_1 FLOAT

identical_if_1 FLOAT

conserved_if_1 FLOAT

coverage_if_1 FLOAT

score_if_1 FLOAT

identical_2 FLOAT

conserved_2 FLOAT

coverage_2 FLOAT

score_2 FLOAT

identical_if_2 FLOAT

conserved_if_2 FLOAT

coverage_if_2 FLOAT

score_if_2 FLOAT

5 more...

Indexes

uniprot_domain_template

uniprot_domain_id INT(11)

template_errors TEXT

cath_id VARCHAR(15)

domain_start INT(11)

domain_end INT(11)

domain_def VARCHAR(255)

alignment_identity FLOAT

alignment_coverage FLOAT

alignment_score FLOAT

t_date_modified TIMESTAMP

Indexes

uniprot_domain

uniprot_domain_id INT(11)

uniprot_id VARCHAR(15)

pdbfam_name VARCHAR(16384)

pdbfam_idx INT(11)

pfam_clan TEXT

alignment_def VARCHAR(255)

pfam_names VARCHAR(16384)

alignment_subdefs TEXT

path_to_data TEXT

Indexes

uniprot_sequence

db VARCHAR(15)

uniprot_id VARCHAR(15)

uniprot_name VARCHAR(255)

protein_name VARCHAR(255)

organism_name VARCHAR(255)

4 more...

Indexes

uniprot_domain_mutation

uniprot_id VARCHAR(15)

uniprot_domain_id INT(11)

mutation VARCHAR(15)

mutation_errors TEXT

model_filename_wt VARCHAR(255)

model_filename_mut VARCHAR(255)

chain_modeller VARCHAR(15)

mutation_modeller VARCHAR(15)

stability_energy_wt TEXT

stability_energy_mut TEXT

physchem_wt TEXT

physchem_wt_ownchain TEXT

physchem_mut TEXT

physchem_mut_ownchain TEXT

matrix_score FLOAT

secondary_structure_wt TEXT

solvent_accessibility_wt FLOAT

secondary_structure_mut TEXT

solvent_accessibility_mut FLOAT

provean_score FLOAT

ddg FLOAT

mut_date_modified TIMESTAMP

Indexes

provean

uniprot_id VARCHAR(15)

provean_supset_filename VARCHAR(255)

provean_supset_length INT(11)

provean_errors TEXT

provean_date_modified DATETIME

Indexes

uniprot_domain_pair_mutation

uniprot_id VARCHAR(15)

uniprot_domain_pair_id INT(11)

mutation VARCHAR(15)

mutation_errors TEXT

model_filename_wt VARCHAR(255)

model_filename_mut VARCHAR(255)

chain_modeller VARCHAR(15)

mutation_modeller VARCHAR(15)

analyse_complex_energy_wt TEXT

stability_energy_wt TEXT

analyse_complex_energy_mut TEXT

stability_energy_mut TEXT

physchem_wt TEXT

physchem_wt_ownchain TEXT

physchem_mut TEXT

physchem_mut_ownchain TEXT

matrix_score FLOAT

secondary_structure_wt TEXT

solvent_accessibility_wt FLOAT

secondary_structure_mut TEXT

solvent_accessibility_mut FLOAT

contact_distance_wt FLOAT

contact_distance_mut FLOAT

provean_score FLOAT

ddg FLOAT

mut_date_modified TIMESTAMP

Indexes

uniprot_domain_model

uniprot_domain_id INT(11)

model_errors TEXT

alignment_filename VARCHAR(255)

model_filename VARCHAR(255)

chain VARCHAR(15)

norm_dope FLOAT

sasa_score TEXT

m_date_modified TIMESTAMP

model_domain_def VARCHAR(255)

Indexes

uniprot_domain_pair_model

uniprot_domain_pair_id INT(11)

model_errors TEXT

alignment_filename_1 VARCHAR(255)

alignment_filename_2 VARCHAR(255)

model_filename VARCHAR(255)

chain_1 VARCHAR(15)

chain_2 VARCHAR(15)

norm_dope FLOAT

interface_area_hydrophobic FLOAT

interface_area_hydrophilic FLOAT

interface_area_total FLOAT

interface_dg FLOAT

interacting_aa_1 TEXT

interacting_aa_2 TEXT

m_date_modified TIMESTAMP

model_domain_def_1 VARCHAR(255)

model_domain_def_2 VARCHAR(255)

Indexes

domain

cath_id VARCHAR(15)

pdb_id VARCHAR(15)

pdb_chain VARCHAR(15)

pdb_domain_def VARCHAR(255)

pdb_pdbfam_name VARCHAR(16384)

pdb_pdbfam_idx INT(11)

domain_errors TEXT

Indexes

domain_contact

domain_contact_id INT(11)

cath_id_1 VARCHAR(15)

cath_id_2 VARCHAR(15)

min_interchain_distance FLOAT

contact_volume FLOAT

contact_surface_area FLOAT

atom_count_1 INT(11)

atom_count_2 INT(11)

number_of_contact_residues_1 INT(11)

number_of_contact_residues_2 INT(11)

contact_residues_1 TEXT

contact_residues_2 TEXT

crystal_packing FLOAT

domain_contact_errors TEXT

domain_contact_domain_contact_id INT(11)

domain_cath_id VARCHAR(15)

domain_cath_id1 VARCHAR(15)

domain_cath_id2 VARCHAR(15)

domain_cath_id3 VARCHAR(15)

Indexes

uniprot_domain_pair

uniprot_domain_pair_id INT(11)

uniprot_domain_id_1 INT(11)

uniprot_domain_id_2 INT(11)

rigids TEXT

domain_contact_ids TEXT

path_to_data TEXT

Indexes

uniprot_domain_pair_template

uniprot_domain_pair_id INT(11)

domain_contact_id INT(11)

cath_id_1 VARCHAR(15)

cath_id_2 VARCHAR(15)

identical_1 FLOAT

conserved_1 FLOAT

coverage_1 FLOAT

score_1 FLOAT

identical_if_1 FLOAT

conserved_if_1 FLOAT

coverage_if_1 FLOAT

score_if_1 FLOAT

identical_2 FLOAT

conserved_2 FLOAT

coverage_2 FLOAT

score_2 FLOAT

identical_if_2 FLOAT

conserved_if_2 FLOAT

coverage_if_2 FLOAT

score_if_2 FLOAT

5 more...

Indexes

uniprot_domain_template

uniprot_domain_id INT(11)

template_errors TEXT

cath_id VARCHAR(15)

domain_start INT(11)

domain_end INT(11)

domain_def VARCHAR(255)

alignment_identity FLOAT

alignment_coverage FLOAT

alignment_score FLOAT

t_date_modified TIMESTAMP

Indexes

uniprot_domain

uniprot_domain_id INT(11)

uniprot_id VARCHAR(15)

pdbfam_name VARCHAR(16384)

pdbfam_idx INT(11)

pfam_clan TEXT

alignment_def VARCHAR(255)

pfam_names VARCHAR(16384)

alignment_subdefs TEXT

path_to_data TEXT

Indexes


